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<210> 
<211> 
<212> 
<213> 

<400> 



1 

1277 
DNA 

Mus musculus 



aggcgcggga 


cgcacccatg 


Ytcccggcga 


gcacgttcca 


cccctgcccg 


cgcaggccac 


caaagccggg 


gaYggctgga 


ggttcggagc 


caggggctgc 


ccccctcctt 


cctccccggc 


tacaNgacagc 


tcatggccgc 


ggagtacgtc 


agcgggcaca 


gctcatggcc 


ctgctgtcgc 


ggatgggtcc 


ccggtcggtc 


acgctgcggt 


gcaggtgaac 


ccgcgccgcg 


acgcctcggt 


gcagtgttca 


gcacgctgca 


gcctgcaggg 


tgccgagcca\ 


gccccgacgc 


ccgatcgggt 


cccgtggcca 


cgccggcgcc 


gggagatccc 


ctocgatcctg 


gcagaccgta 


cgtccgtgac 


cttctgtggc 


ctctcctcct 


cac\ggaggt 


tgcgggaggc 



aggcagacac ccacgaaggg agaggggagc ccggcatcct cgggga>cccg ggaaccggag 
ccgagagagg tggccgcgag gaaagcggtc ccccagccgc gaagcgagga gggcgatgtt 
caggctgcag ggcaggccgg gtgggagcag cagccaccac cggaggaccgVraacagtgtg 
gcggcgatgc agtctgagcc tgggagcgag gagccatgtc ctgccgcaga gaVggctcag 
gaccccggtg attcggatgc ccctcgagac caggcctccc cgcaaagcac ggag&aggac 
aaggagcgcc tgcgtttcca gttcttagag cagaagtacg gctactatca ctgcaag\ac 
tgcaaaatcc ggtgggagag cgcctatgtg tggtgtgtgc agggcaccag taaggtgtt. 
cttcaaacag ttctgccgag tgtgtgagaa atcctacaac ccttacagag tggaggacat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
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3 
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cacctgtcaa agttgtaaaa gaactagatg tgcctgccca gtcagatttc gccacgtgga 1020 

ccctaaacgc ccccatcggc aagacttgtg tgggagatgc aaggacaaac gcctgtcctg 1080 

cgacagcacc ttcagcttca aatacatcat ttagtgagag tcgaaaacgt ttctgctaga 1140 

tggggctaat ggaatggaca agtgagcttt ctcccctctt cacctcttcc ctttccaaat 1200 

tcttcatgac agacagtgtt acttggatat aaagcctgtg aataaaaggt attgcaaaca 1260 

aaaaaaaaaa aaaaaaa 1277 



<210> 2 

<211> 361 

<212> PRT 

<213> Mus musculus 

<400> 2 

Met Phe Pro Ala Ser Thr Phe His Pro Cys Pro His Pro Tyr Pro Gin 
15 10 15 

Ala Thr Lys Ala Gly Asp Gly Trp Arg Phe Gly Ala Arg Gly Cys Arg 

20 25 30 



!?? Pro Ala Pro Pro Ser Phe Leu Pro Gly Tyr Arg Gin Leu Met Ala Ala 

!J1 35 4 0 4 5 



Glu Tyr Val Asp Ser His Gin Arg Ala Gin Leu Met Ala Leu Leu Ser 
50 55 60 



m Arg Met Gly Pro Arg Ser Val Ser Ser Arg Asp Ala Ala Val Gin Val 

•Ja 65 70 75 80 



Asn Pro Arg Arg Asp Ala Ser Val Gin Cys Ser Leu Gly Arg Arg Thr 

85 90 95 

Leu Gin Pro Ala Gly Cys Arg Ala Ser Pro Asp Ala Arg Ser Gly Ser 

100 105 110 

Cys Gin Pro Arg Gly His Ala Gly Ala Gly Arg Ser Pro Arg Ser Trp 
115 120 125 

Gin Thr Val Ala Pro Phe Ser Ser Val Thr Phe Cys Gly Leu Ser Ser 
130 135 140 

Ser Leu Glu Val Ala Gly Gly Arg Gin Thr Pro Thr Lys Gly Glu Gly 
145 150 155 160 

Ser Pro Ala Ser Ser Gly Thr Arg Glu Pro Glu Pro Arg Glu Val Ala 

165 170 175 

Ala Arg Lys Ala Val Pro Gin Pro Arg Ser Glu Glu Gly Asp Val Gin 

180 185 190 

Ala Ala Gly Gin Ala Gly Trp Glu Gin Gin Pro Pro Pro Glu Asp Arg 
195 200 205 

Asn Ser Val Ala Ala Met Gin Ser Glu Pro Gly Ser Glu Glu Pro Cys 
210 215 220 

25025090.1 ? 



Pro Ala Ala Glu Met Ala Gin Asp Pro Gly Asp Ser Asp Ala Pro Arg 
225 230 235 240 

Asp Gin Ala Ser Pro Gin Ser Thr Glu Gin Asp Lys Glu Arg Leu Arg 

245 250 255 

Phe Gin Phe Leu Glu Gin Lys Tyr Gly Tyr Tyr His Cys Lys Asp Cys 

260 265 270 

Lys lie Arg Trp Glu Ser Ala Tyr Val Trp Cys Val Gin Gly Thr Ser 
275 280 285 

Lys Val Tyr Phe Lys Gin Phe Cys Arg Val Cys Glu Lys Ser Tyr Asn 
290 295 300 

Pro Tyr Arg Val Glu Asp lie Thr Cys Gin Ser Cys Lys Arg Thr Arg 
305 310 315 320 

Cys Ala Cys Pro Val Arg Phe Arg His Val Asp Pro Lys Arg Pro His 
O 325 330 335 

ap Arg Gin Asp Leu Cys Gly Arg Cys Lys Asp Lys Arg Leu Ser Cys Asp 

W 340 345 350 



n 



3 



Ser Thr Phe Ser Phe Lys Tyr lie lie 
355 360 



.1: 

irf - 

*T 9 <210> 3 

i! <211> 1817 

<212> DNA 

: £s <213> Mus musculus 

ill 

* v m 

SI 



<400> 3 

gtcacagctt tcccctgccc gaatatggtg atctgtctcc attgtccaga tcaggatgat 



|B,a tctttagaag aagtcacaga ggaatgctat tccccaccca ccctccagaa cctggcaatt 

cagagtctac tgagggatga ggccttggcc atttctgctc tcacggacct gccccagagt 



atgatacctg tgtggccctt cccatacctt tctttaggaa agcagataaa taattgcaac 
ctggagactt tgaaggctat gcttgaggga ctagatatac tgcttgcaca aaaggttcaa 
accagtaggt gcaaactcag agtaattaat tggagagaag atgacttgaa gatatgggct 
ggatcccatg aaggtgaagg cttaccagat ttcaggacag agaagcagcc aattgagaac 



ggcagacttg atgaatctac cacatacttg ttgcagtggg cccagcagag aaaagattct 
attcatctat tctgtagaaa gctactaatt gaaggcttaa ccaaagcctc agtgatagaa 



gaagagttgg cttttcttaa tccctacctg aaactgatga aaagtctttt cacactcaca 
ctagatcaca tcataggtac cttcagtttg ggtgattctg aaaagcttga tgaggagaca 
25025090.1 ^ 



60 
120 
180 



ctgttcccag taatttttga ggaggccttc actgatggat atatagggat cttgaaggcc 240 



300 
360 
420 
480 



agtgctggct gtgaggtgaa gaaagaattg aaggtgacga ctgaagtcct tcgcatgaag 540 



600 
660 



atcttcaaaa ctgtacacgc agactgtata caggagctta tcctaagatg tatctgcata 720 



780 
840 





atattcagct 


tgatttctca 


acttcccaca 


ctccactgtc 


tccagaaact 


ctatgtaaat 




gatgtccctt 


ttataaaagg 


caacctgaaa 


gaatacctca 


ggtgcctgaa 


aaagcccttg 




gagacacttt 


gcatcagtaa 


ctgtgacctc 


tcacagtcag 


acttggattg 


cctgccctat 




tgcctgaata 


tttgtgaact 


caaacatctg 


catattagtg 


atatatattt 


atgtgattta 




ctccttgagc 


ctcttggttt 


tctccttgag 


agagttggag 


ataccctgaa 


aaccctggaa 




ttggattcat 


gttgtatagt 


ggactttcag 


ttcagtgcct 


tgctgcctgc 


cctaagccaa 




tgttctcacc 


tcagagaggt 


cactttctat 


gataatgatg 


tttctctgcc 


tttcttgaaa 




acaacttcta 


caccacacag 


ccctgctgag 


tcagctgatc 


tatgagtgtt 


accctgcccc 




tctagagtgc 


tatgatgaca 


gtggtgtaat 


actaacacac 


agattagaaa 


gtttttgtcc 




tgagcttctg 


gatatactga 


gagccaaaag 


acagctccat 


agtgtctcct 


ttcaaacaac 


*0 


caaatgctct 


aaatgtggtg 


ggtgctacat 


ttatgatcgg 


catacccaat 


gttgccgttt 


til 


tgtggaacta 


ctataagctt 


gattgtgaaa 


ctgagaaata 


gaaacttagt 


attggggact 


.1: 

V 

1X1 


gatgaaatcc 


taagtgaatg 


tccactgcta 


aatggagcat 


gaaaatgtca 


atcacctaaa 


S3- 


agtctgagat 


acacaggaaa 


gtcaataact 


tcctctgagc 


tggtgaatgg 


atgttgcatc 


li 


tgtagaaagt 


atcaagcact 


tgtagtttga 


atgtgttaca 


atagaagcac 


cattttatga 


l_J 

i *«* 

3"" 

: s 
»1 5 
s M 

» a 


gactggccca 


atctgttgac 


tgcatacaat 


aaatctgttg 


acttattaaa 


tttttaaaaa 


aaaaaaaaaa 


aaaaaaa 











<210> 4 

<211> 426 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Val lie Cys Leu His Cys Pro Asp Gin Asp Asp Ser Leu Glu Glu 
15 10 15 

Val Thr Glu Glu Cys Tyr Ser Pro Pro Thr Leu Gin Asn Leu Ala lie 

20 25 30 

Gin Ser Leu Leu Arg Asp Glu Ala Leu Ala lie Ser Ala Leu Thr Asp 
35 40 45 

Leu Pro Gin Ser Leu Phe Pro Val lie Phe Glu Glu Ala Phe Thr Asp 
50 55 60 

Gly Tyr lie Gly lie Leu Lys Ala Met lie Pro Val Trp Pro Phe Pro 
65 70 75 80 

Tyr Leu Ser Leu Gly Lys Gin lie Asn Asn Cys Asn Leu Glu Thr Leu 

85 90 95 



900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1817 



25025090.1 



4 



Lys Ala Met Leu 

100 

Thr Ser Arg Cys 
115 

Lys lie Trp Ala 
130 

Thr Glu Lys Gin 
145 

Glu Leu Lys Val 



Glu Ser Thr Thr 

180 

lie His Leu Phe 
195 

Ser Val lie Glu 
210 

Leu lie Leu Arg 
225 

Tyr Leu Lys Leu 



lie Gly Thr Phe 

260 

lie Phe Ser Leu 
275 

Leu Tyr Val Asn 
290 

Leu Arg Cys Leu 
305 

Asp Leu Ser Gin 



Cys Glu Leu Lys 

340 

Leu Leu Glu Pro 
355 

Lys Thr Leu Glu 
370 

Ala Leu Leu Pro 
385 

Phe Tyr Asp Asn 



Pro His Ser Pro 



Glu Gly Leu Asp 



Lys Leu Arg Val 

120 

Gly Ser His Glu 
135 

Pro lie Glu Asn 
150 

Thr Thr Glu Val 
165 

Tyr Leu Leu Gin 



Cys Arg Lys Leu 

200 

lie Phe Lys Thr 
215 

Cys lie Cys lie 
230 

Met Lys Ser Leu 
245 

Ser Leu Gly Asp 



lie Ser Gin Leu 

280 

Asp Val Pro Phe 
295 

Lys Lys Pro Leu 
310 

Ser Asp Leu Asp 
325 

His Leu His lie 



Leu Gly Phe Leu 

360 

Leu Asp Ser Cys 
375 

Ala Leu Ser Gin 
390 

Asp Val Ser Leu 
405 

Ala Glu Ser Ala 



lie Leu Leu Ala 
105 

lie Asn Trp Arg 



Gly Glu Gly Leu 

140 

Ser Ala Gly Cys 
155 

Leu Arg Met Lys 
170 

Trp Ala Gin Gin 
185 

Leu He Glu Gly 



Val His Ala Asp 

220 

Glu Glu Leu Ala 
235 

Phe Thr Leu Thr 
250 

Ser Glu Lys Leu 
265 

Pro Thr Leu His 



He Lys Gly Asn 

300 

Glu Thr Leu Cys 
315 

Cys Leu Pro Tyr 
330 

Ser Asp He Tyr 
345 

Leu Glu Arg Val 



Cys He Val Asp 

380 

Cys Ser His Leu 
395 

Pro Phe Leu Lys 
410 

Asp Leu 



Gin Lys Val Gin 
110 

Glu Asp Asp Leu 
125 

Pro Asp Phe Arg 



Glu Val Lys Lys 

160 

Gly Arg Leu Asp 
175 

Arg Lys Asp Ser 
190 

Leu Thr Lys Ala 
205 

Cys He Gin Glu 



Phe Leu Asn Pro 

240 

Leu Asp His He 
255 

Asp Glu Glu Thr 
270 

Cys Leu Gin Lys 
285 

Leu Lys Glu Tyr 



He Ser Asn Cys 

320 

Cys Leu Asn He 
335 

Leu Cys Asp Leu 
350 

Gly Asp Thr Leu 
365 

Phe Gin Phe Ser 



Arg Glu Val Thr 

400 

Thr Thr Ser Thr 
415 
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5 I 3 
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420 425 

<210> 5 

<211> 1018 

<212> DNA 

<213> Mus musculus 

<400> 5 

gccatattga ggacctgcag tagaggtgga acccatgact ggcagcgcaa acacagtgat 60 
aacagctgag ctccaagcaa ggacccagga ccttgcctca ccacagacat aatctttccc 120 
cacaacacct ccaccaagcc gccctgtaaa tcgacatgag tcgccacagc accagcagcg 
tgaccgaaac cacagcaaaa aacatgctct ggggtagtga actcaatcag gaaaagcaga 
cttgcacctt tagaggccaa ggcgagaaga aggacagctg taaactcttg ctcagcacga 



gcagaaaacc accaatcact attgctacgc tgaaggcatc agtcctgccc atggtcactg 
il tgtcaggtat agagctttct cctccagtaa cttttcggct caggactggc tcaggacctg 



aagaggagga agaggaggag gaagaggatg aagatgagga tgcagatata tcgctagagg 
agatacctgt caaacaagtc aaaagggtgg ctccccagaa gcagatgagc atagcaaaga 
aaaagaaggt ggaaaaagaa gaggatgaaa cagtagtgag gcccagccct caggacaaga 
gtccctggaa gaaggagaaa tctacaccca gagcaaagaa gccagtgacc aagaaatgac 
ctcatcttag catcttctgc gtccaaggca ggatgtccag cagctgtgtt ttggtgcagg 
tgtccagccc caccacccta gtctgaatgt aataaggtgg tgtggctgta accctgtaac 
ccagccctcc agtttccgga ggtttttggt gaagagcccc cagcaagttc gcctagggcc 
acaataaaat ttgcatgatc aggaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 

<210> 6 

<211> 207 

<212> PRT 

<213> Mus musculus 

<400> 6 

Met Ser Arg His Ser Thr Ser Ser Val Thr Glu Thr Thr Ala Lys Asn 
15 10 15 

Met Leu Trp Gly Ser Glu Leu Asn Gin Glu Lys Gin Thr Cys Thr Phe 

20 25 30 

Arg Gly Gin Gly Glu Lys Lys Asp Ser Cys Lys Leu Leu Leu Ser Thr 
35 40 45 

He Cys Leu Gly Glu Lys Ala Lys Glu Glu Val Asn Arg Val Glu Val 
50 55 60 

25025090.1 6 



180 
240 
300 



tctgcctggg ggagaaagcc aaagaggagg tgaaccgtgt ggaagtcctc tcccaggaag 360 



420 
480 



tgttcctcag tggcctggaa tgttatgaga cttcggacct gacctgggaa gatgacgagg 540 



600 
660 
720 
780 
840 
900 
960 
1018 



•in 



w 



ill 

1st 



Leu Ser Gin Glu Gly Arg Lys Pro Pro He Thr He Ala Thr Leu Lys 
65 70 75 80 

Ala Ser Val Leu Pro Met Val Thr Val Ser Gly He Glu Leu Ser Pro 

85 90 95 

Pro Val Thr Phe Arg Leu Arg Thr Gly Ser Gly Pro Val Phe Leu Ser 

100 105 HO 

Gly Leu Glu Cys Tyr Glu Thr Ser Asp Leu Thr Trp Glu Asp Asp Glu 
115 120 125 

Glu Glu Glu Glu Glu Glu Glu Glu Glu Asp Glu Asp Glu Asp Ala Asp 
130 135 140 

He Ser Leu Glu Glu He Pro Val Lys Gin Val Lys Arg Val Ala Pro 
145 150 155 160 

Gin Lys Gin Met Ser He Ala Lys Lys Lys Lys Val Glu Lys Glu Glu 

165 170 175 

Asp Glu Thr Val Val Arg Pro Ser Pro Gin Asp Lys Ser Pro Trp Lys 

180 185 190 



*k Lys Glu Lys Ser Thr Pro Arg Ala Lys Lys Pro Val Thr Lys Lys 

(W 195 200 205 

IP 

^ <210> 7 

& <211> 214 

p <212> DNA 

<213> Mus musculus 



;/s <400> 7 



<400> 8 

ctttgcatta ctcagaacac agtgataaca gctgagctcc aagcaaggac ccaggacctt 



60 



acagcagagg tgatgctcag aaatcaagtt ttaacagagg gccaggtgct tctagagtag 
gaggggattg cacacctccc caccccctcc tctttcccag gcttcttaac agcctgctgt 120 
gggaagctga cccttagatg gagccctgaa gccatattga ggacctgcag tagaggtgga 180 
acccatgact ggcagcgcag taagcttgag cagg 



<210> 8 

<211> 194 

<212> DNA 

<213> Mus musculus 



214 



60 
120 



gcctcaccac agacataatc tttccccaca acacctccac caagccgccc tgtaaatcga 

catgagtcgc cacagcacca gcagcgtgac cgaaaccaca gcaaaaaaca tgctctgggg 180 

^ 194 
taagggctaa ggct 



<210> 9 
<211> 116 
<212> DNA 



25025090.1 



7 
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<213> Mus musculus 
<400> 9 

gtcttcgctg tgcaggtagt gaactcaatc aggaaaagca gacttgcacc tttagaggcc 60 
aatgcgagaa gaaggacagc tgtaaactct tgctcagcac ggtgggtgtc tcccaa 116 

<210> 10 

<211> 144 

<212> DNA 

<213> Mus musculus 

<400> 10 

catcaccttt ctcagatctg cctgggggag aaagccaaag aggaggtgaa ccgtgtggaa 60 

gtcctctccc aggaaggcag aaaaccacca atcactattg ctacgctgaa ggcatcagtc 120 

ctgcccatgg tgagtcttct ctcc 14 4 



\ <210> 11 

<211> 124 

<212> DNA 

<213> Mus musculus 



<400> 11 



XI ccta 

III 



aa 



<210> 13 

<211> 71 

<212> DNA 

<213> Mus musculus 



<400> 13 

tggtttttgt tccagaaaaa gaaggtggaa aaagaagagg atgaaacagt agtgaggtaa 
ttcatgcagt t 



<210> 14 



60 



Us agaaggggga cacaggtcac tgtgtcaggt atagagcttt ctcctccagt aacttttcgg 

s; ctcaggactg gctcaggacc tgtgttcctc agtggcctgg aatgttatgg taagttgtag 120 

124 



<210> 12 

<211> 182 

<212> DNA 

<213> Mus musculus 

<400> 12 

ggctacccat tccagagact tcggacctga cctgggaaga tgacgaggaa gaggaggaag 60 

aggaggagga agaggatgaa gatgaggatg cagatatatc gctagaggag atacctgtca 120 

aacaagtcaa aagggtggct ccccagaagc agatgagcat agcaaaggtg gggggaaaag 180 



182 



60 
71 



25025090.1 
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i a 



]" cccagccctc cagtttccgg aggtttttgg tgaagagccc ccagcaagtt cgcctagggc 

cacaataaaa tttgcatgat caggacctcc ctctgcctcc ccctccctgg atgggtctcc 

iSi tcgctgctgc gatagctcat gtgcccagca gagggcaacc acgagcaaga aaccagcccc 

m 



as 

4= atgt 



J= <210> 16 

»i <211> 924 



es; 

3 



<212> DNA 
<213> Human 

<400> 16 



60 
64 



<211> 64 
<212> DNA 
<213> Mus musculus 

<400> 14 

ctattccctt tccaggccca gccctcagga caagagtccc tggaagaagg tgagcaataa 
gaag 

<210> 15 

<211> 364 

<212> DNA 

<213> Mus musculus 

<400> 15 

ctcttatctg cacaggagaa atctacaccc agagcaaaga agccagtgac caagaaatga 60 

cctcatctta gcatcttctg cgtccaaggc aggatgtcca gcagctgtgt tctggtgcag 120 

gtgtccagcc ccaccaccct agtctgaatg taataaggtg gtgtggctgt aaccctgtaa 



180 
240 
300 
360 
364 



cagcccgctt 


ctctgcccgg 


agccatgaat 


ctcagtagcg 


ccagtagcac 


ggaggaaaag 


60 


'gcagtgacga 


ccgtgctctg 


gggctgcgag 


ctcagtcagg 


agaggcggac 


ttggaccttc 


120 


agaccccagc 


tggaggggaa 


gcagagctgc 


aggctgttgc 


ttcatacgat 


ttgcttgggg 


180 


gagaaagcca 


aagaggagat 


gcatcgcgtg 


gagatcctgc 


ccccagcaaa 


ccaggaggac 


240 


aagaagatgc 


agccggt cac 


cattgcctca 


ctccaggcct 


cagtcctccc 


catggtctcc 


300 


atggtaggag 


tgcagctttc 


tcccccagtt 


actttccagc 


tccgggctgg 


ctcaggaccc 


360 


gtgttcctca 


gtggccagga 


acgttatgaa 


gcatcagacc 


taacctggga 


ggaggaggag 


420 


gaagaagaag 


gggaggagga 


ggaagaggaa 


gaggaagatg 


atgaggatga 


ggatgcagat 


480 


atatctctgg 


aggagcaaag 


ccctgtcaaa 


caagtcaaaa 


ggctggtgcc 


ccagaagcag 


540 


gcgagcgtgg 


ctaagaaaaa 


aaagctggaa 


aaagaagaag 


aggaaataag 


agccagcgtt 


600 


agagacaaga 


gccctgtgaa 


aaaggccaaa 


gccacagcca 


gagccaagaa 


gccaggattc 


660 


aagaaatgag 


gagccacgcc 


ttggggggca 


cggtgcaaag 


tgggccttcc 


ctgggctgtg 


720 



25025090.1 
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<y 

Wl " 35 40 45 

IF" 

scso 

=1= He Cys Leu Gly Glu Lys Ala Lys Glu Glu Met His Arg Val Glu He 

\t* 50 55 60 



* **** £. 



S* Leu Pro Pro Ala Asn Gin Glu Asp Lys Lys Met Gin Pro Val Thr He 

65 70 75 80 



Hi 



Ala Ser Leu Gin Ala Ser Val Leu Pro Met Val Ser Met Val Gly Val 

85 90 95 



Gin Leu Ser Pro Pro Val Thr Phe Gin Leu Arg Ala Gly Ser Gly Pro 
Q 100 105 no 



Val Phe Leu Ser Gly Gin Glu Arg Tyr Glu Ala Ser Asp Leu Thr Trp 
115 120 125 

Glu Glu Glu Glu Glu Glu Glu Gly Glu Glu Glu Glu Glu Glu Glu Glu 
130 135 140 

Asp Asp Glu Asp Glu Asp Ala Asp He Ser Leu Glu Glu Gin Ser Pro 
145 150 155 160 

Val Lys Gin Val Lys Arg Leu Val Pro Gin Lys Gin Ala Ser Val Ala 

165 170 175 

Lys Lys Lys Lys Leu Glu Lys Glu Glu Glu Glu He Arg Ala Ser Val 

180 185 190 

Arg Asp Lys Ser Pro Val Lys Lys Ala Lys Ala Thr Ala Arg Ala Lys 
195 200 205 

Lys Pro Gly Phe Lys Lys 
210 

<210> 18 
<211> 814 
<212> DNA 

25025090.1 10 



840 
900 
924 



ctgcaggcac agggtgcccc tgtccagccc ctccacctgt gtctgaatgc aacaggggtg 780 
ttgcgggggc aacatgagag cccctcaccc ccaactctcc actttcagga ggcccccagt 
gaagagcccc acctcggggt cacaataaag ttgcctggtc aggaaaaaaa aaaaaaaaaa 
aacgtttgcg gccgcaagct tatg 

<210> 17 

<211> 214 

<212> PRT 

<213> Human 

<400> 17 

Met Asn Leu Ser Ser Ala Ser Ser Thr Glu Glu Lys Ala Val Thr Thr 
15 10 15 

Val Leu Trp Gly Cys Glu Leu Ser Gin Glu Arg Arg Thr Trp Thr Phe 

20 25 30 

Arg Pro Gin Leu Glu Gly Lys Gin Ser Cys Arg Leu Leu Leu His Thr 



• 




n 

. 

ill 



1^1 



ill 



n 

1 IS- 

■ 1 



<213> mus 


musculus 












<400> 18 
ggcgggcgag 


gcgcgggacg 


cacccatgtt 


cccggcgagc 


acgttccacc 


cctgcccgca 


60 


tccttatccg 


caggccacca 


aagccgggga 


tggctggagg 


ttcggagcca 


ggggctgccg 


120 


acccgcgccc 


ccctccttcc 


tccccggcta 


cagacagctc 


atggccgcgg 


agtacgtcga 


180 


cagccaccag 


cgggcacagc 


tcatggccct 


gctgtcgcgg 


atgggtcccc 


ggtcggtcag 


240 


cagccgtgac 


gctgcggtgc 


aggtgaaccc 


gcgccgcgac 


gcctcggtgc 


agtgttcact 


300 


cgggcgccgc 


acgctgcagc 


ctgcagggtg 


ccgagccagc 


cccgacgccc 


gatcgggttc 


360 


ctgtcaaccc 


cgtggccacg 


ccggcgccgg 


gagatccccg 


cgatcctggc 


agaccgtagc 


420 


cccgttctcg 


tccgtgacct 


tctgtggcct 


ctcctcctca 


ctggaggttg 


cgggaggcag 


480 


gcagacaccc 


acgaagggag 


aggggagccc 


ggcatcctcg 


gggacccggg 


aaccggagcc 


540 


gagagaggtg 


gccgcgagga 


aagcggtccc 


ccagccgcga 


agcgaggagg 


gcgatgttca 


600 


ggctgcaggg 


caggccgggt 


gggagcagca 


gccaccaccg 


gaggaccgga 


acagtgtggc 


660 


ggcgatgcag 


tctgagcctg 


ggagcgagga 


— \ /^f ^ /*"^ T* 

gccauyi-ccu 


y LLy LaLjaya 


Lu y ^ L^oy y u 


7 20 


ccccggtgat 


tcggatgccc 


ctcgagacca 


ggcctccccg 


caaagcacgg 


agcaggacaa 


780 


ggagcgcctg 


cgtttccagg 


tgaggccagc 


ctga 






814 


<210> 19 
<211> 123 
<212> DNA 
<213> mus 


musculus 












<400> 19 
taccctgctg 


ttcagttctt 


agagcagaag 


tacggctact 


atcactgcaa 


ggactgcaaa 


60 


atccggtggg 


agagcgccta 


tgtgtggtgt 


gtgcagggca 


ccagtaaggt 


aagagacacc 


120 



gtg 



<210> 20 

<211> 105 

<212> DNA 

<213> mus musculus 



<210> 21 

<2\\> 305 

<212> DNA 

<213> mus musculus 



123 



<400> 20 

tctttctcct cgcaggtgta cttcaaacag ttctgccgag tgtgtgagaa atcctacaac 60 
ccttacagag tggaggacat cacctgtcaa gtaaaccaaa cgttt 105 
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<400> 21 
actccgattt 


ttcagagttg 


taaaagaact 


agatgtgcct 


gcccagtcag 


acttcgccac 


60 




gtggacccta 


aacgccccca 


tcggcaagac 


ttgtgtggga 


gatgeaagga 


caaatgettg 


120 




tcctgcgaca 


gcaccttcag 


cttcaaatac 


atcatttagt 


gagagtacga 


aacgtttctg 


180 




ctagatgggg 


ctaatggaat 


ggacaagtga 


gctttctccc 


CtCLLCCCtC 


4— -4— -3 4— 4— 4— /-^ 

L LCL.Ua t U L,L- 






caaattcttc 


atgacagaca 


gtgttacttg 


gatataaagc 


ctgtgaataa 


aaggtattgc 


300 




aaaca 












305 




<210> 22 
<211> 809 
<212> DNA 
<213> mus 


musculus 












□ 


<400> 22 
ggcgggcgag 


gcgcgggacg 


cacccatgtt 


cccggcgagc 


acgttccacc 


cctgcccgca 


60 


138 

r 


tccttatccg 


caggccacca 


aagccgggga 


tggctggagg 


tteggageca 


ggggctgccg 


120 


acccgcgccc 


ccctccttcc 


tccccggcta 


cagacagctc 


atggccgcgg 


agtaegtega 


180 


ill 


cagccaccag 


cgggcacagc 


tcatggccct 


gctgtcgcgg 


atgggtcccc 


ggtcggtcag 


24 0 




cagccgtgac 


gctgcggtgc 


aggtgaaccc 


gcgccgcgac 


gcctcggtgc 


agtgttcact 


300 




cgggcgccgc 


acgctgcagc 


ctgcagggtg 


ccgagccagc 


cccgacgccc 


ggtcgggttc 


360 


>r 

H i 
i 1* 


ctgtcaaccc 


cgtggccacg 


ccggcgccgg 


gagatccccg 


cgatcctggc 


agacegtage 


420 


» i 

■* 2 

>l 


cccgttctcg 


tccgtgacct 


tctgtggcct 


ctcctcctca 


ctggaggttg 


egggaggcag 


480 


• 


gcagacaccc 


acgaagggag 


aggggagccc 


ggcatcctcg 


gggacccggg 


aaccggagcc 


540 




gagagaggtg 


gccgtgagga 


aagcggtccc 


ccagccgcga 


agegaggagg 


gcgacgttca 


600 




ggctgcaggg 


caggccgggt 


gggagcagca 


gccaccaccg 


gaggacegga 


acagtgtggc 


660 




ggcgatgcag 


t ctgagcct g 


ggagcgagga 


gCCaLCj lCCl 


geegcagaga 


4— 1 — ~t s~r ■ +— ci *T CA 3 

LgyL-LCdy yd 


7 90 




ccccggtgat 


tcggatgccc 


ctccccgcaa 


agcaccatac 


cctgcagcag 


gacaaggagc 


780 




tcctgcgttt 


ccaggtgagg 


ccagcctgg 








809 




<210> 23 
<211> 123 
<212> DNA 
<213> mus 


musculus 














<400> 23 
taccctgctg 


ttcagttctt 


agagcagaag 


l a egg ci- a cl. 


atcact-gcaa 


/— * /-<r +- /-f 3 3 3 

yyciCLyoctcici 


fin 




atccggtggg 


agagcgccta 


tgtgtggtgt 


gtgeagggea 


ccagtaaggt 


aagagacacc 






gtg 












123 
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lis? 



IJ« 



t _ 
3 



Si 



4= 
111 

^5 



<210> 24 

<211> 105 

<212> DNA 

<213> mus musculus 

<400> 24 

tctttctcct cgtaggtgta cttcaaacag ttctgccgag tgtgtgagaa atcctacaac 60 
ccttacagag tggaggacgt cacctgtcaa gtaaaccaaa cgttt 105 

<210> 25 

<211> 375 

<212> DNA 

<213> mus musculus 

<400> 25 

gctctgagtt ttcagagttg taaaggaact agatgtgcct gcccagtcag acttcgccac 60 

gtggacccta aacgccccca tcggcaagac ttgtgtggga agatgtgcct gcccagtcag 120 

acctcgccac gtgtacctta gacgccccca tcagcaagac ttgtgtgaga gatgcaagga 



41 caaacgcctg tcctgcgaca gcaccgtcag cttcaaatac atgatttagt gagagtcgaa 



133 aacgtttctg ctagatgggg ctaatggaat ggacaagtga gctttctccc ctcttcacct 



H cttccctttc caaattcttc atgacagaca gtgttacttg gatataaagc ctgtgaataa 

* 

PI aaggtattgc aaaca 

1st* 



180 
240 
300 
360 
375 
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